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What we do best: 

1. Analysis of NGS, mass spectrometry and 
other omics data 

2. Data integration (multi-omics analysis, 
machine learning) 

3. Supporting academic biomedical 
researchers from idea stage to publication

Genevia Technologies



Relevant experience: 

• 14 years of service 

• 18 PhD computational biologists 

• 170 client organisations in 20+ countries 

• Hundreds of publications (company H-index: 81) 

• See more: https://geneviatechnologies.com/

Genevia Technologies

https://geneviatechnologies.com/


Your bioinformatics core
You choose the content 

• Support my grant application 

• Advise on experiment design / data generation 

• Teach, consult & co-supervise my student / postdoc 

• Analyse any type of omics data: 

• Conduct primary analysis with gold standard protocols 

• Integrate multiple levels of data 

• Interpret results and innovate downstream analyses 

• Draft visually stunning figures and crisp text 

• Identify, re-analyse or integrate public data sets 

• Develop re-usable bioinformatics pipelines 

• Conceptualise & co-author manuscripts with my researchers



Your bioinformatics core
You choose how you want to work 

• Start when you want, pause when you want, wrap 
up when you want 

• Schedule when, how and how often you want to 
talk to our scientists 

• Switch experts to get the best support for each 
parts of your project 

• Stick with one expert for consistency and 
convenience 

• Choose how much time will they reserve for you



Your bioinformatics core
You choose your deliverables 

• Figures, tables & text 

• Files, data & pipelines 

• Ideas, interpretation & insight 

• Support, supervision & data submission 

• Report, presentation & publication



We make it happen!
Have our international team of experts 
support you at the scale your need: 

• Small hourly consulting (min. 10h) 

• One full project / data set (min. 1 month) 

• All the projects in your group (6-12 mo / 
0.25 - 0.75 FTE) 

• All the groups in your department (min. 
12 mo / 1+ FTE)



Fee-per-service 
Our full team and services at your 
disposal when and how you want

Modes of collaboration

Joint grant funding 
We can join your grant application 
as a co-applicant or subcontractor 

Genevia Grants 
Apply for our bioinformatics mini 
grants for academic researchers

Seminars & Workshops 
We are delighted to support 
science events of our customers



Case: Amazentis

Full interview: geneviatechnologies.com/references/cases/
tailored-bioinformatics-support-for-a-clinical-trial/  

• The client 
• A Swiss biotech conducting preclinical and clinical 

research on a postbiotic, Urolithin A 

• Omics analysis for clinical trials 
• Transcriptomic, proteomic & metabolomic data  

• Aims: mechanism of action, "molecular endpoints” 

• Papers 
• iScience 2025 https://doi.org/10.1016/

j.isci.2025.111814 

• medRxiv (preprint) 2023 https://doi.org/
10.1101/2023.06.16.23291378 

• Cell Rep Med 2022 https://doi.org/10.1016/
j.xcrm.2022.100633

“We really like the flexibility of Genevia’s approach. They go beyond being a 
simple service provider to give a scientific input that is comparable to a top 

academic collaboration.” 

 Dr. Davide D’Amico 
R&D Group Leader, Amazentis
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Case: CDR-Life

Full interview: geneviatechnologies.com/references/cases/characterizing-a-
cancer-immunotherapy-target-with-genomic-data/

“As is typical in scientific exploration, initial findings frequently 
resulted in new questions, steering our investigation in different 

directions. Genevia seamlessly navigated these pivots.” 

Dr. Melissa Vrohlings 
Translational Science Leader, CDR-Life

• The client 
• A Swiss biotech developing anti-cancer T-cell 

engagers   

• Public omic data analysis 
• Characterizing target expression across tumor 

types to identify indications to include in a clinical 
trial 

• Biomarker discovery (molecular correlates of target 
expression) 

• Abstracts 
• ASCO 2024 https://doi.org/10.1200/

JCO.2024.42.16_suppl.e20024 

• ESMO 2023 https://doi.org/10.1016/
j.annonc.2023.09.2923

http://geneviatechnologies.com/references/cases/characterizing-a-cancer-immunotherapy-target-with-genomic-data/
http://geneviatechnologies.com/references/cases/characterizing-a-cancer-immunotherapy-target-with-genomic-data/
http://geneviatechnologies.com/references/cases/characterizing-a-cancer-immunotherapy-target-with-genomic-data/
https://doi.org/10.1200/JCO.2024.42.16_suppl.e20024
https://doi.org/10.1200/JCO.2024.42.16_suppl.e20024
https://doi.org/10.1200/JCO.2024.42.16_suppl.e20024
https://doi.org/10.1016/j.annonc.2023.09.2923
https://doi.org/10.1016/j.annonc.2023.09.2923
https://doi.org/10.1016/j.annonc.2023.09.2923


Case: Herantis Pharma

Full interview: geneviatechnologies.com/references/cases/investigating-the-mechanism-of-action-of-a-
disease-modifying-treatment-for-parkinsons-disease-using-bulk-and-spatial-transcript/

• The client 
• A Finnish biotech company developing a 

peptidomimetic molecule (based on CDNF) 
to treat Parkinson’s disease 

• Spatial and bulk transcriptomic 
data analysis 
• To study the mechanisms of action in 

preclinical disease models

“She [Genevia’s bioinformatician] is able to explain the technical side very 
well to us non-bioinformaticians and has been very patient with our 
questions. This is very important in this kind of interface where we 

understand the biology and she has the bioinformatics and 
methodological knowledge” 

 Dr. Henri Huttunen 
CSO, Herantis Pharma
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Case: VIB / KU Leuven

• The client 
• A developmental neurobiology group 

• Analysis and integration of 
single-cell datasets 
• Aims: build neuronal single-cell atlas, study 

developmental trajectories 

• Papers 
• biorXiv (preprint) 2025 https://doi.org/

10.1101/2025.02.19.636192 

• Neuron 2024 https://doi.org/10.1016/
j.neuron.2023.11.013

“The keyword here is collaboration. Typically, when contracting a 
service, you specify what you want, and the next interaction occurs 

months later -- with Genevia, it’s different.” 

Dr. Lynette Lim 
Group Leader, VIB / KU Leuven

Full interview: geneviatechnologies.com/references/cases/
building-a-neuronal-atlas-with-single-cell-technologies/
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Case: Weill Cornell Medical College

• The client 
• A developmental / regenerative neurobiology 

group 

• Single-cell RNA-seq data 
analysis 
• Aims: molecular characterization of cortico-

brainstem neurons (CBN) vs corticospinal 
neurons (CSN) 

• Papers 
• Res Sq (preprint) 2025 https://doi.org/

10.21203/rs.3.rs-6150344/v1

“I really appreciate the way he [Genevia’s bioinformatician] took it 
upon himself to take the lead.” 

Dr. Vibhu Sahni 
Group Leader, Weill Cornell Medical College

Full interview: geneviatechnologies.com/references/cases/studying-
neural-circuit-development-with-single-cell-rna-sequencing/
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Case: University of Maryland

• The client 
• A genetic epidemiology group 

• Population genetics 
• GWAS and PRS analysis for 

cardiovascular and HPV-related 
endpoints in African cohorts 

• Papers 
• Obesity 2024  https://doi.org/

10.1002/oby.24123 

• European journal of human genetics  
2024 https://doi.org/10.1038/
s41431-023-01521-7

https://primedconsortium.org/about/primed
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“The keyword here is collaboration”

“It’s a whole different level of professionalism; a 
service, but on an academic level.” 

Dr. Robert Hänsel-Hertsch 
University of Cologne

“It’s not just somebody doing what I ask them to 
do and then emailing me a report – it’s 

collaborative.” 

Dr. Rhoel Dinglasan 
University of Florida

“I would, without a doubt, recommend Genevia – 
this collaboration has been just easy and great in 

many ways.” 

Dr. Henri Huttunen 
Herantis Pharma

“With a company like Genevia, there is a team with 
a range of different competencies, and you can 

trust that they are always up to date.” 

Dr. Eric Feraille 
University of Geneva

“Data safety and security are paramount for 
Genevia -- I feel more secure compared to certain 

previous collaborations.” 

Dr. Michaela Lucas 
University of Western Australia

“I think Genevia’s service definitely was an asset, 
and I highly recommend it: every time I give a talk 

somewhere I talk about Genevia.” 

Dr. Vibhu Sahni 
Weill Cornell Medical College

“I really appreciate the regular meetings, being 
kept up to date, and having very easy access to 

everything.” 

Dr. Laura Stone 
University of Minnesota

“The keyword here is collaboration. Typically, 
when contracting a service, you specify what you 

want, and the next interaction occurs months later 
-- with Genevia, it’s different.” 

Dr. Lynette Lim 
VIB / KU Leuven

“IInitial findings resulted in new questions, 
steering our investigation in different directions. 

Genevia seamlessly navigated these pivots.” 

Dr. Melissa Vrohlings 
CDR-Life



Find out what we can provide in 
your project!

https://geneviatechnologies.com/ 
info@geneviatechnologies.com 
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